Enabling Unprecedented Analysis of Precious

Samples in Neurology

Precious samples, such as cerebrospinal fluid (CSF) and mouse brain lysates, offer valuable insights and hold great potential
as sources of informative biomarkers. However, their availability is limited by the invasiveness of collection procedures,

the potentially challenging workflows, and/or the small volumes that can be extracted. These limitations are even more
pronounced in pediatric populations. Consequently, the potential for discovering novel and clinically relevant biomarkers

is significantly constrained. The Proximity Extension Assay (PEA) technology is the ideal platform for analyzing biomarkers
in these precious samples. Distinguished by its ability to perform highly multiplexed protein measurements from just 1 L

of sample, PEA technology delivers unparalleled specificity and outstanding sensitivity. Herein, we highlight publications
showcasing the use of PEA with a gPCR readout across various sample types obtained through invasive procedures,

challenging workflows and/or in limited quantities.
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Conclusion

The unprecedented ability to utilize 1 pL of sample for extensive
protein biomarker profiling ensures that virtually no sample is
too limited or too challenging to interrogate, as proven by the
highlighted publications. Samples obtained from spinal taps

or from animal models are a promising source of actionable
biomarkers to assess risk, improve diagnoses, predict responses
to treatments, and monitor disease progression and recurrence.
Additionally, the low sample volume requirement benefits
pediatric cases, where available volumes are limited and
minimizing invasive collection is crucial. In conclusion, PEA
technology not only allows maximizing data yield from each
precious sample, but also enables studies that were previously
inconceivable.



